
 

Table 1 Suppl. Differentially expressed genes associated with glutathione metabolism in the transcript profiling analysis of 

OTA-induced cell death in A. thaliana (Wang et al. 2012).  

 

Gene Gene description Fold change (log2) ID 

GPX6 glutathione peroxidase 6       4.21 (2.08) AT4G11600 
GPX2 glutathione peroxidase 2      3.17 (1.67) AT2G31570 
GPX3 glutathione peroxidase 3      2.32 (1.21) AT2G43350 
GPX8 glutathione peroxidase 8      3.39 (1.76) AT1G63460 
APX3 ascorbate peroxidase 3      4.49 (2.17) AT4G35000 
SAPX stromal ascorbate peroxidase      2.16 (1.12) AT4G08390 
DHAR dehydroascorbate reductase 1      0.74 (-0.44) AT5G16710 
DHAR2 dehydroascorbate reductase 2      3.44 (1.78) AT1G75270 
MDHAR1 monodehydroascorbate reductase      2.54 (1.35) AT3G52880 
MDHAR2 monodehydroascorbate reductase      2.79 (1.48) AT5G03630 
GSH1 glutamate-cysteine ligase      3.66 (1.87) AT4G23100 
GR1 glutathione-disulfide reductase      2.36 (1.24) AT3G24170 
GSTU2 glutathione S-transferase  1632     (10.67) AT2G29480 
GSTU9 glutathione S-transferase 1573     (10.62) AT5G62480 
GSTU10 glutathione S-transferase  594     (9.21) AT1G74590 
GSTU8 glutathione S-transferase  564     (9.14) AT3G09270 
GSTU12 glutathione S-transferase  415     (8.69) AT1G69920 
GSTU11 glutathione S-transferase  226.29 (7.82) AT1G69930 
GSTU24 glutathione S-transferase  181.13 (7.50) AT1G17170 
GSTU1 glutathione S-transferase  152.09 (7.24) AT2G29490 
GSTU3 glutathione S-transferase    34.98 (5.12) AT2G29470 
GSTU19 glutathione S-transferase    34.13 (5.09) AT1G78380 
GSTF7 glutathione S-transferase    21.41 (4.42) AT1G02920 
GSTF2 glutathione S-transferase     17.86 (4.16) AT4G02520 
GSTF6 glutathione S-transferase    13.44 (3.75) AT1G02930 
GSTF8 glutathione S-transferase       8.40 (3.07) AT2G47730 
GSTU4 glutathione S-transferase      7.53 (2.92) AT2G29460 
GSTU20 glutathione S-transferase      2.36 (1.24) AT1G78370 
GSTU27 glutathione S-transferase     -2.99 (-1.58) AT3G43800 



 

Table 2 Suppl. Gene-specific primers used in quantitative real-time PCR.  

 

Enzyme Locus Name Primers (5’-3’) Reference 

Glutathione peroxidase 6 (GPX6) At4g11600 F-GGGAAACGATGTTGATCTAAGCA; 
R-ACAGCTGCGCAAGCTCAGTA 

designed 

Glutathione S-transferase 11
(GSTF7) 

At1g02920 F-TTGTTTGGGAGC-AAGTCTTAAAGC; 
R-TTAAAGAACCTTCTTAGCAGAAGGCC 

Chivasa et al. 2006

Glutathione reductase 1 (GR1) At3g24170 F-GCAATGTCGCCTGTGCTGTA; 
R-TTGGATTAAAGCCTGAGGTGAAG 

Wang et al. 2014

Stromal ascorbate peroxidase 
(SAPX) 

At4g08390 F-GCACCAGGAGGACAGTCATG;
R-GGGCTACAGCGTAATCCTTG 

Chew et al. 2003

Dehydroascorbate reductase 1 
(DHAR1) 

At1g19570 F-ACAAACCCCAGTGGTTCTTGGAC; 
R-TCAGCAGGAGTCTTGAGTGGTGG 

Wang et al. 2014

Monodehydroascorbate reductase 1
(MDHAR1) 

At3g52880 F-CGCCGATATTGCTGCTTTCT; 
R-TCCATTTGGCTGAGCTGTGA 

Wang et al. 2014

Actin 2 (ACT2) At2g37620 F-GAATCGCCGACAGAATGA;
R-TACTGAGGGAGGCCAAGA 

Wang et al. 2012
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Fig. 1 Suppl. The influence of BSO to OTA induced leaf injury in four-week-old A. thaliana detached leaves. A - control, B - BSO,  

C - OTA, D - BSO+OTA. The photographs were taken after a 24 h treatment. 

 

 

 


