Query 583 CACGCCGCCCTGCAGCTTCTTTCTTTGCAGCCCGCCCCCGCATCTATTCTATCTCTGCGA 642
CECTEELTREEE e et e et e e e e e e e e e e e e et 1
Sbjct 519 CACGCCGCCCTGCAGCTTCTTTCTTTGCAGCCCGCCCCCGCATCTTTTCTATCTCCGCGA 578
Query 643 GACGACATCTCACTCTAATTGACACCCGCTTCTTCCTTGGTTGCCACTTGCCAGGATGGG 702
CECTEELEREEE et v e e e e e e e e e e e e e e e e e ey
Sbjct 579 GACGACATCTCACTCTAATTGACACCCGCTTCTTCCTTGGTTGCCACTTGCCAGGATGGG 638
Query 703 AGAGGCCAAGGAGAGCCACATGTACAAGCAGGAGCTGCTCGACCACGACAAGGCTGTCGC 762
FEEEEEEEEEEE e e e et b e i e e e e e ee e
Sbjct 639 AGAGGCCAAGGAGAGCCACATGTACARACATGAGCTGCTCGACCACGACAAGGCTGTCGC 698
Query 763 CGCCGCCGCCARGTCGGCCGCCGAGCACGCAGCCGCCAGGARCAGGAAGTTATTATTCAT 822
11 FECEETEREETEREE e e e
Sbjct 699 CGCC--- -- -- ---GCCGCCAGGAACAGGAAGTTATTATTCAT 731
Query 823 TCAACTTCCTTGTATCCTCTTCATCCTACCTTCACATTGATGGCTCTCATTCTCACAGAC 882
CECTEEEEEEEr Fee e e teree e e e e b et Peee e e e
Sbjct 732 TCAACTTCCTTGTTTCCTCTTCATCTTACCTTCACATTGATTGCTCTCATTCTCACAGAC 791
Query 883 GICTCCTATGCGCGCAGGGGCAACGTCGGCATCCACAGCTCCGGCTTTCAGGAATTTCAT 942
CECTEREEEEEE e b et e e e e e e b e e e e et reertn
Sbjct 792 GTCTCCTATGCGCGCAGGGGCAACGTCGGCATCCACAGCTCCGGC-TTCAGAGATTTCAT 850
Query 943 ACTC-AGCCGGCTTTACC-GTTCATARATAAAATARAG-AAATGATGTAA 989
FEEETreeer et e teerrrrrreert reer Perrerrrrnd
Sbjct 851 ACTCAAGCCGGCTTTTCCAGTTCATARATAAATAAARAGAAAATGATGTAA 900
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Query 17 ATCTCAGTGTGGATGATTAGGACTAG--GCATTGATGGATTTCGGTCTACTTACTTTGGC 74
R R e e RN RN RN RN

Sbjct 3885 ATCTCAAGGTGGATGATTAGTAGTAGATGCA--GATGGAATTCGGTCTACTTACTTTGGT 3942

Query 75 GTACCGCCCATGCTTTGAACCTCAACCTTTCTTGCAATGTAGTCAGCATTGGATTGCGTT 134
FEEEE rrr e e e et e e e e e e et e et

Sbjct 3943 GTACCACCCATGCTTTGAACCTCAACCTTTCTTGCAATGTATTCAGCATTGGTTTGCGTT 4002

Query 135  CGTGGTCCTGTCAATTGCCCAGCTGTAATTTGTTTACCTCACATATCTGTTTTATCGTCT 194
FETEETETEE e e e e e r e e e e e e e e b vt

Sbjct 4003 CGTGGTCCTGTCAATTGCCCAGCTGTAATTTGTTTACCTCGCATAGCTATTTTATCGTCT 4062

Query 195  TTTGGGAGAGAGACATCACTAGTGAACATCATGAGACTCCGGTCCATATTACCATCATTG 254
R N N N N RN

Sbjct 4063 TTTGGGAGAGAGACATCACTAGTGAACATCTTGAGACTCAGGTCCATATTACCATCATTG 4122

Query 255  ATCACATCCGCTATTTACTTTCCGTTA--TTATTTACTATTGCAAAACACTATCTATCAC 312
R N N N R N NN NN

Sbjct 4123 ATCACATACACTATTTACTTTCCGCTATTTTATTTACTATTGCAAAACACTATCTATCAC 4182

Query 313  TACTATC--ATTGCTTTTAATCCTTTGTGAACTACAAGGCCGGAGGGATTGACAACCTCT 370
PEEEEEr e rerr et e et e e e et

Sbjct 4183 TACTATCATATTGCTTTTAACCCTTTGTGAACTACAAGGCCGGAGAGATTGACAACCTCT 4242

Query 371  CTGTACTCGTTGGGAGCAARAGTTATTTGTATCTGTGTGCAGGTCCACGTTGATTGCTACT 430
AR N N N NN

Sbjct 4243 CTGTACTCGTTGGGAGCAAAGTTATTTGTATCTGTGTGCAGGTCCACGTTGATTGCTA-- 4300

Query 431  AATCTGGCGCCG-TAGCAATTGACACCTACTTGTTGAACCTAGGAGTCTCTGGGGATTCG 489

P vrrer rrerr e e e et e e e e

Sbject 4301 ---ATTGCGCCGTTAGCACTTGACACCTACATGTTGAACCTAGGAGTCTCTGGGGATTCG 4357

Query 490  ATCCTTGGCATCTTTGCTAAGGGAAAACACTTCTACTTACTGCATCTTACACCTTCCACT 549
R NN N N N e N N NN

Sbjct 4358 ATCCTTGGCATCTTTGCTAGGGGAAAACACTTCTACTTACTGCATCTTACACCTTCCGCT 4417

Query 550 TGGGGTAACCAACGAGGGGTTCGAGGCCCATCA 582
FLLEEEEEEE e et

Sbjct 4418 TGGGGTAACCAACGAGGGGTTCGAGGCCCATCA 4450

Fig. 1 Suppl. Schematic representation of reciprocal INK tandem repeats and R173 sequences arrangement; JNK sequence at 5’ end of the
block is truncated; arrows indicate the orientation of the sequences.

A - Comparison of 989 bp fragment (Query) to R173-3 and JNK. The fragment was amplified with revGW3 and AP-2 primers. Sequences
JNK and R173 are adjacent in parallel orientation.



B Qery 19  GIATTOOCAAGTTOIGISITICAGRCGATTTTCATACTCARAG IS TTTTIOCAGTTC. 7€
N o o e N A NN R RN RN R RN NN R NN
Sojct 819 GEAIUCACA-GCTUCIACTT-CRGACATTT-CATACTCAR-GIIICTTTI-CCAGITC. - 872
Qery 79 13€
FECEREEETEEREEr e Peer et e e PEEr e e e e e e e e 1
Sojct 874 ATAPATARRIARANGNAP-TCATGIPAATGTTAAAAPPATANNPCEARANTAPGTTI-CC. 931
Qery 139 CAGIGATAIGIGECIACTTEITEIAARATTIACAAATATCAATTTTCACTTTATTIG 196
CECEEEEETEEREEr e e ee et e e e e e e e e e e e e e e e e e
Sojct 932 %1
Qery 19 (013 CATPOARCTOEATTIAA. 256
IIIIIIIIIIIIIIIIIIIIII IIII |I|II|I||I||H||I||||I||||ll| I
Fojct 92 CAARATATCTCIEAATTTAGITAAACTE T ATARCTTTTE ATACCAACTOECATTAAA. 1051
Qery 259 G 31&
CEETEEREEETEE e e e e e e e e e e e e e e ey
: 111c
37E
FETTE T TR e e e e e e P e e e e e e e e e e e een e
Sojct 1111 17
Qery 379 TTTERACATTICARRATACGET 3%€
FELEEEEEE TEEREEErT
Soict 1171 TITECATTOAARRTACET  119C
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FEEEEEEEEEE PEerer et e e e e e e e e eeee e reeer 1l Il
—GI' 4392
518

Query 400 458
Sojct 4450
Query 460 GGAAGI-TTTTCC

FEEEE TR Pttt e e et e e e e rrrd

Sojct 4391 4332

Query 519 ACAAGTAGGIGICAACTGCTAACGECGCOCAGATATTAGCAATCAACGTGEACCTGCACAC 578
FEE TERErrE e terrrerrrern RN RARRRRN

Sojct 4331  ACATGTAGGTGTCAAGTACTAACGEOGCAA——TTAGCAATCAMOGTGGACCTACACAC 4276

FECETEEEEEE e e e e et e e e e e e e et ety
Sbjct 4275 AGATACAMATAACTTTECTOOCAACGAGTACAGAGAGGTIGICAATCTCTOOEGOCTIGT 4216
Query 639 AGITCACARAGEATTARRCGCAR-ATGATAGTAGIGATAGATANTGTITT-GCAATAGTAR 696
FECEEEEEErer v rere P e e e e e e v Py
Sbijct 4215 AGTTCACAAAGEGTTAAAACCARTATGATAGTAGTGATACGATAGTGTTTTGCAATAGTAA 4156
Query 697 ATAA—TAGOGAAAAGTARATAGOCGATGIGATCAATCATEGTAATATGERACOEEAGICT 754
FEEE PP e e e e e e e e e et
Sbjct 4155 ATAAAATAGOGEARAGTAAATAGIGTATGIGATCAATGATGGTAATATGEACCTGAGICT 4096
Query 755 CATGATGITCAATAGIGATGICTCICTCOCAAAACACTATAAAACACCTATGIGAGGTAA 814
FETEEEEEer Peer e e e e e e e P P Ferrn
Sojct 4095 mmmmmm@mm 4036

Query 815 874
Sojct 4035 3976
Query 875 934

IIIHIII\IIIIIII\III I Ill\l II\III!IIIJIIIHIII |||I|J
Sojct 3975 AAGANAGGTTGAGGTTCAAACCATGEGTEGTACACCAARGTAAGTAGACCGAATTOCATC 3916
Query 935 AATATCTACTACTAATCATACACCCAGAGA 964

FEEEEEREEEr e eeet 1l
Sbict 3915 TOCATCTACTACTAATCATOCACCTTGAGA 3886

B - Comparison of 964 bp fragment (Query) to JNK and R173-3. The fragment was amplified with forGW3 and AP-2 primers. Sequences
JNK and R173 are adjacent but in antiparallel orientation.



